Supplementary Table 1

The enrichment of gene ontology (GO) terms in protein isoforms co-modified with
ubiquitin and phosphorylation (Ub-phos) vs. those modified only with
phosphorylation (NonUb-phos). The analysis was performed using Babelomics4
(http://babelomics.bioinfo.cipf.es/).

MOLECULAR FUNCTION

Term Term Size Term Size in Genome Ub-phos Positive Ub-phos Negative Ub-phos % Matching Term NonUb-phos Positive NonUb-phos Negative NonUb-phos % Matching Term Ub-phos positive Identifications NonUb-phos positive Identifications Log(Odds Ratio)  P-value  Adjusted P-value
transmembrane transporter activity GO:0022857 182 361 60 406 12.88 122 2254 5.13 YBR068C,YBR0O69C,YBR127C,YCLC YBRO68C,YBRO69C,YBR127C,YCLO25C 1.00E+00 1.09E-08 2.72E-06
structural constituent of ribosome GO:0003735 127 235 45 421 9.66 82 2294 3.45 YBLO27W,YBLO92W,YBR0O31W,YBYBL0O27W,YBRO31W,YBRO48W,YBR18 1.10E+00 9.89E-08 1.23E-05
DNA binding GO:0003677 366 597 33 433 7.08 333 2043 14.02 YARO09C,YBLOO2W,YBLOO3C,YBL(YARO09C,YBLOO2W,YBLOO3C,YBLOO5V -7.60E-01 2.03E-05 1.69E-03
amine transmembrane transporter activity GO:0005275 37 44 16 450 3.43 21 2355 0.88 YBR0O68C,YBRO69C,YCLO25C,YDRE YBR0O68C,YBRO69C,YCLO25C,YDR508C 1.38E+00 9.47E-05 5.89E-03
nucleic acid binding GO:0003676 638 1107 75 391 16.09 563 1813 23.7 YALOO3W,YALO21C,YARO09C,YBL YALOO3W,YALO21C,YARO09C,YBLOO2V -4.82E-01 2.61E-04 1.17E-02
amino acid transmembrane transporter activity GO:0015171 29 36 13 453 2.79 16 2360 0.67 YBRO68C,YBRO69C,YCLO25C,YDRE YBR0O68C,YBRO69C,YCLO25C,YDR508C 1.44E+00 2.82E-04 1.17E-02
Catalysis of the transfer of organic acids GO:0005342 44 69 16 450 3.43 28 2348 1.18 YBRO68C,YBRO69C,YCLO25C,YDRE YBRO68C,YBRO69C,YCLO25C,YDR508C 1.09E+00 1.35E-03 4.80E-02
CELLULAR COMPONENET

Term Term Size Term Size in Genome Ub-phos Positive Ub-phos Negative Ub-phos % Matching Term NonUb-phos Positive NonUb-phos Negative NonUb-phos % Matching Term Ub-phos positive Identifications NonUb-phos positive Identifications Log(Odds Ratio)  P-value  Adjusted P-value
Plasma membrane GO:0005886 184 221 68 398 14.59 116 2260 4.88 YBR086C,YDLO19C,YDR497C,YER(YBR0O86C,YDLO19C,YDR497C,YERO20V! 1.20E+00 3.20E-12 2.27E-10
Ribosome G0O:0005840 195 327 60 406 12.88 135 2241 5.68 YALOO3W,YBLO27W,YBLO92W,YB YALOO3W,YBLO27W,YBR0O31W,YBRO4: 8.97E-01 2.03E-07 7.21E-06
Membrane GO:0016020 849 2074 185 281 39.7 664 1712 27.95 YAR028W,YBLOO7C,YBR023C,YBR YAR028W,YBLOO7C,YBR023C,YBRO68( 5.29E-01 7.65E-07 1.81E-05
Integral to membrane GO:0016021 522 1490 124 342 26.61 398 1978 16.75 YAR028W,YBLOO7C,YBR0O23C,YBR YAR028W,YBLOO7C,YBR023C,YBRO68!( 5.89E-01 1.56E-06 2.76E-05
Protein complex GO:0043234 679 1166 79 387 16.95 600 1776 25.25 YALOO3W,YAL021C,YBR127C,YBR YALOO3W,YAL021C,YBR127C,YBR198( -5.04E-01 8.59E-05 1.22E-03
Ribonucleoprotein complex GO:0030529 304 542 74 392 15.88 230 2146 9.68 YALOO3W,YBL0O27W,YBLO72C,YBL YALOO3W,YBL0O27W,YBLO72C,YBR0O31 5.66E-01 1.52E-04 1.80E-03
Cellullar bud GO:0005933 170 150 45 421 9.66 125 2251 5.26 YAR014C,YBLO47C,YBLO85W,YBR YAR014C,YBLO47C,YBLO85W,YBR023( 6.55E-01 5.66E-04 5.74E-03
Cellular bud neck GO:0005935 132 115 35 431 7.51 97 2279 4.08 YAR014C,YBL0O47C,YBLO85W,YBR YAR014C,YBL047C,YBLO85W,YBR023( 6.46E-01 2.42E-03 1.91E-02
site of polarized growth G0:0030427 164 152 42 424 9.01 122 2254 5.13 YARO014C,YBLO47C,YBLO85W,YBL: YAR014C,YBLO47C,YBLO85W,YBL105C 6.04E-01 2.16E-03 1.91E-02
chromosome GO:0005694 197 315 18 448 3.86 179 2197 7.53 YBLOO2W,YBLOO3C,YCRO66W,YDI YBLOO2W,YBLOO3C,YCRO66W,YDL084 -7.07E-01 3.63E-03 2.58E-02
BIOLOGICAL PROCESS

Term Term Size Term Size in Genome Ub-phos Positive Ub-phos Negative Ub-phos % Matching Term NonUb-phos Positive NonUb-phos Negative NonUb-phos % Matching Term Ub-phos positive Identifications NonUb-phos positive Identifications Log(Odds Ratio)  P-value  Adjusted P-value
RNA metabolic process GO:0016070 690 1139 62 404 13.3 628 1748 26.43 YALO21C,YAR014C,YBL024W,YBR YAL021C,YAR014C,YBL0O24W,YBR112( -8.51E-01 2.80E-10 1.28E-07
transcription, DNA-dependent GO:0006351 448 648 34 432 7.3 414 1962 17.42 YALO21C,YAR014C,YBRO66C,YBRIYALO21C,YAR014C,YBR112C,YBR198C -9.86E-01 5.60E-09 6.40E-07
regulation of transcription, DNA-dependent GO:0006355 431 611 32 434 6.87 399 1977 16.79 YALO21C,YAR014C,YBRO66C,YBRIYALO21C,YAR014C,YBR112C,YBR198C -1.01E+00 5.02E-09 6.40E-07
regulation of transcription GO:0045449 447 639 34 432 7.3 413 1963 17.38 YALO21C,YAR014C,YBRO66C,YBRIYALO21C,YAR014C,YBR112C,YBR198C -9.83E-01 5.54E-09 6.40E-07
transcription GO:0006350 483 700 39 427 8.37 444 1932 18.69 YAL021C,YAR014C,YBRO66C,YBRIYALO21C,YAR014C,YBR112C,YBR198C -9.23E-01 1.09E-08 9.92E-07
nucleobase, nucleoside, nucleotide and nucleic acid metabolic process GO:0006139 1029 1858 123 343 26.39 906 1470 38.13 YALO21C,YARO09C,YAR014C,YBLC YALO21C,YARO09C,YAR014C,YBLOO3C, -5.42E-01 1.15E-06 8.74E-05
nitrogen compound metabolic process GO:0006807 1119 2106 139 327 29.83 980 1396 41.25 YALO12W,YALO21C,YAROO9C,YAR YALO12W,YAL021C,YAROO9C,YARO14( -5.02E-01 3.71E-06 2.42E-04
translation GO:0006412 229 416 60 406 12.88 169 2207 7.11 YALOO3W,YBLO27W,YBL0O92W,YB YALOO3W,YBL027W,YBRO31W,YBRO4: 6.57E-01 8.08E-05 4.62E-03
amine transport GO:0015837 39 54 16 450 3.43 23 2353 0.97 YBR068C,YBRO69C,YCLO25C,YDRE YBR0O68C,YBRO69C,YCLO25C,YDR508C 1.29E+00 2.01E-04 1.02E-02
transcription from RNA polymerase Il promoter GO:0006366 239 331 20 446 4.29 219 2157 9.22 YALO21C,YBR198C,YDR0O28C,YER( YALO21C,YBR198C,YDR028C,YER068W -8.17E-01 2.39E-04 1.09E-02
chromatin modification GO:0016568 135 180 8 458 1.72 127 2249 5.35 YBR112C,YBR198C,YDR207C,YGL(YBR112C,YBR198C,YDR207C,YGLO66V -1.17E+00 3.03E-04 1.26E-02
amino acid transport GO:0006865 30 46 13 453 2.79 17 2359 0.72 YBR068C,YBRO69C,YCLO25C,YDRE YBR0O68C,YBRO69C,YCLO25C,YDR508C 1.38E+00 4.24E-04 1.61E-02
organic acid transport GO:0015849 46 79 17 449 3.65 29 2347 1.22 YBRO68C,YBRO69C,YCLO25C,YDRE YBRO68C,YBRO69C,YCLO25C,YDR508C 1.12E+00 8.06E-04 2.74E-02
ion transport GO:0006811 101 206 30 436 6.44 71 2305 2.99 YBR127C,YDR0O38C,YERO23W,YERYBR127C,YDRO38C,YERO23W,YER166' 8.04E-01 8.41E-04 2.74E-02
cation transport GO:0006812 87 171 26 440 5.58 61 2315 2.57 YBR127C,YDR0O38C,YERO23W,YERYBR127C,YDR0O38C,YERO23W,YER166' 8.08E-01 1.67E-03 4.77E-02
metal ion transport GO:0030001 62 109 20 446 4.29 42 2334 1.77 YDRO38C,YER023W,YLR130C,YLR YDR038C,YER023W,YLR130C,YLR220\ 9.13E-01 1.57E-03 4.77E-02




